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NCBI Blast:NP_705927.1 reverse transcriptase [Human immunodeficiency...

Descriptions

Sequences producing significant alignments:
Select: All None Selected:0

Alignments

Max Total Query E

Description score | score | cover |value Ident  Accession
Gag-Pol [Human immunodeficiency virus 1 1149 1149 100% 0.0 100% NP_057849.4
1142 100% 0.0 99% P03367.3
pol protein [synthetic HIV-1 1142 1142 100% 0.0 100% APS90951.1
Pol [Human immunodeficiency virus 1 1142 1142 100% 0.0 100% NP_789740.1
1139 100% 0.0 99% P03366.3
pol protein [Human immunodeficiency virus 1 1138 1138 100% 0.0 99% ABM63566.1
Chain A, Hiv Reverse Transcriptase In Complex With Inhibitor 7e (Nnrti) 1136 1136 100% 0.0 100% 2RE2_A
reverse transcriptase [Human immunodeficiency virus 1 1136 1136 100% 0.0 100% NP_705927.1
hain A, Hiv-1 Rt With Pyridone Non-Nucleoside Inhibitor 1136 1136 100% 0.0 100% 3EEI_A
ol gene 1136 1136 100% 0.0 99% 1103299E

Chain A, Novel Indazole Nnrtis Created Using Molecular Template Hybridization Based On Crys 1136 1136 100% 0.0 100% 2JLE_A

Pol [Human immunodeficiency virus 1 1135 1135 100% 0.0 99% BAA12997.1
hain A, Hiv-1 Rt With Pyridazinone Non-Nucleoside Inhibitor 1135 1135 100% 0.0 100% 3DI6_A
Chain A, Crystal Structure Of Hiv Rt In Complex With Bilr0355bs 1135 1135 100% 0.0 100% 4KV8_A
Chain A, Hiv Reverse Transcriptase K103n Mutant In Complex With Inhibitor R8d 1134 1134 100% 0.0 99% 3DRS_A
| protein [Human immunodeficiency virus 1 1134 1134 100% 0.0 99% AIJ50269.1

1134 100% 0.0 98% P04587.3

ol polyprotein (NH2-terminus uncertain) [Human immunodeficiency virus 1 1134 1134 100% 0.0 99% AAB 7.1
Chain A, Hiv-1 K103n Reverse Transcriptase In Complex With Tmc125 1134 1134 100% 0.0 99% 3MED_A

hain A, Hiv Reverse Transcri Y181c Mutant In Complex With Inhibitor R 1134 1134 100% 0.0 99% 3DRR_A
HIV-1 retropepsin (EC 3.4.23.16) - human immunodeficiency virus type 1 (isolate LAV-1a 1134 1134 100% 0.0 99% GNVWLV
reverse transcriptase/RNaseH [Human immunodeficiency virus 1 1133 1133 100% 0.0 99% AAA93161.1
Chain A, Hiv-1 Reverse Transcriptase Y188l Mutant In Complex With Inhibitor Gsk560 1133 1133 100% 0.0 99% 2YNE_A

| polyprotein [Human immunodeficiency virus 1 1132 1132 100% 0.0 99% AAA44198.1
Chain A, Hiv-1 Reverse Transcriptase 1131 1131 100% 0.0 99% 1REV_A

Chain A, Crystal Structure Of L100i Mutant Hiv-1 Reverse Transcriptase In Complex With Uc-78 1131 1131 100% 0.0 99% 1S1T_A

Chain A, Crystal Structure Of V108i Mutant Hiv-1 Reverse Transcriptase In Complex With Nevira1131 1131 100% 0.0 99% 1SiX_A
Chain A, Crystal Structure Of V106a Mutant Hiv-1 Reverse Transcriptase In Complex With Uc-781130 1130 100% 0.0 99% 1S1W_A
Pol [Human immunodeficiency virus 1 1130 1130 100% 0.0 99% BAA12989.1

Chain A, Crystal Structure Of M184v Mutant Hiv-1 Reverse Transcriptase In Complex With Nevir 1129 1129 100% 0.0 99% 1LWC_A
| protein [syntheti nstri 1129 1129 100% 0.0 99% AAS59072.1

Chain A, Crystal Structure Of Hiv-1 K103n Mutant Reverse Transcriptase In Complex With Gw561129 1129 100% 0.0 99% 3DM2_A

Chain A, Hiv-1 Reverse Transcriptase In Complex With Dna 1129 1129 100% 0.0 99% 3KJIV_A
Chain A, Crystal Structure Of T215y Mutant Hiv-1 Reverse Transcriptase In Complex With Nevir 1129 1129 100% 0.0 99% 1LWO_A
Chain A, Crystal Structure Of Y188c Mutant Hiv-1 Reverse Transcriptase 1129 1129 100% 0.0 99% 1JLE_A

Chain A, Crystal Structure Of Y188c Mutant Hiv-1 Reverse Transcriptase In Complex With Nevir 1128 1128 100% 0.0 99% 1JLF_A

Chain A, Crystal Structure Of Y181c Mutant Hiv-1 Reverse Transcriptase In Complex With Dmp- 1128 1128 100% 0.0 99% 1JKH_A
| protein [Simian immunodeficiency vir: 1128 1128 100% 0.0 98% AGV34093.1
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https://www.ncbi.nlm.nih.gov/protein/28872819?report=genbank&log$=prottop&blast_rank=1&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_77416878
https://www.ncbi.nlm.nih.gov/protein/77416878?report=genbank&log$=prottop&blast_rank=2&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1127783602
https://www.ncbi.nlm.nih.gov/protein/1127783602?report=genbank&log$=prottop&blast_rank=3&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_28872823
https://www.ncbi.nlm.nih.gov/protein/28872823?report=genbank&log$=prottop&blast_rank=4&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_77416876
https://www.ncbi.nlm.nih.gov/protein/77416876?report=genbank&log$=prottop&blast_rank=5&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_121645209
https://www.ncbi.nlm.nih.gov/protein/121645209?report=genbank&log$=prottop&blast_rank=6&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_164414798
https://www.ncbi.nlm.nih.gov/protein/164414798?report=genbank&log$=prottop&blast_rank=7&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_25121907
https://www.ncbi.nlm.nih.gov/protein/25121907?report=genbank&log$=prottop&blast_rank=8&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_281306993
https://www.ncbi.nlm.nih.gov/protein/281306993?report=genbank&log$=prottop&blast_rank=9&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_224418
https://www.ncbi.nlm.nih.gov/protein/224418?report=genbank&log$=prottop&blast_rank=10&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_255311720
https://www.ncbi.nlm.nih.gov/protein/255311720?report=genbank&log$=prottop&blast_rank=11&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1398966
https://www.ncbi.nlm.nih.gov/protein/1398966?report=genbank&log$=prottop&blast_rank=12&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_197107386
https://www.ncbi.nlm.nih.gov/protein/197107386?report=genbank&log$=prottop&blast_rank=13&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_528082232
https://www.ncbi.nlm.nih.gov/protein/528082232?report=genbank&log$=prottop&blast_rank=14&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_209447462
https://www.ncbi.nlm.nih.gov/protein/209447462?report=genbank&log$=prottop&blast_rank=15&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_672611502
https://www.ncbi.nlm.nih.gov/protein/672611502?report=genbank&log$=prottop&blast_rank=16&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_77416877
https://www.ncbi.nlm.nih.gov/protein/77416877?report=genbank&log$=prottop&blast_rank=17&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_328555
https://www.ncbi.nlm.nih.gov/protein/328555?report=genbank&log$=prottop&blast_rank=18&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_295982550
https://www.ncbi.nlm.nih.gov/protein/295982550?report=genbank&log$=prottop&blast_rank=19&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_209447460
https://www.ncbi.nlm.nih.gov/protein/209447460?report=genbank&log$=prottop&blast_rank=20&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_74623
https://www.ncbi.nlm.nih.gov/protein/74623?report=genbank&log$=prottop&blast_rank=21&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_896047
https://www.ncbi.nlm.nih.gov/protein/896047?report=genbank&log$=prottop&blast_rank=22&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_440690530
https://www.ncbi.nlm.nih.gov/protein/440690530?report=genbank&log$=prottop&blast_rank=23&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_326385
https://www.ncbi.nlm.nih.gov/protein/326385?report=genbank&log$=prottop&blast_rank=24&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1827604
https://www.ncbi.nlm.nih.gov/protein/1827604?report=genbank&log$=prottop&blast_rank=25&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_50513426
https://www.ncbi.nlm.nih.gov/protein/50513426?report=genbank&log$=prottop&blast_rank=26&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_50513434
https://www.ncbi.nlm.nih.gov/protein/50513434?report=genbank&log$=prottop&blast_rank=27&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_50513432
https://www.ncbi.nlm.nih.gov/protein/50513432?report=genbank&log$=prottop&blast_rank=28&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1398975
https://www.ncbi.nlm.nih.gov/protein/1398975?report=genbank&log$=prottop&blast_rank=29&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_24987649
https://www.ncbi.nlm.nih.gov/protein/24987649?report=genbank&log$=prottop&blast_rank=30&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_45359675
https://www.ncbi.nlm.nih.gov/protein/45359675?report=genbank&log$=prottop&blast_rank=31&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_196049890
https://www.ncbi.nlm.nih.gov/protein/196049890?report=genbank&log$=prottop&blast_rank=32&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_291463534
https://www.ncbi.nlm.nih.gov/protein/291463534?report=genbank&log$=prottop&blast_rank=33&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_24987643
https://www.ncbi.nlm.nih.gov/protein/24987643?report=genbank&log$=prottop&blast_rank=34&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_15988063
https://www.ncbi.nlm.nih.gov/protein/15988063?report=genbank&log$=prottop&blast_rank=35&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_15988065
https://www.ncbi.nlm.nih.gov/protein/15988065?report=genbank&log$=prottop&blast_rank=36&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_15988055
https://www.ncbi.nlm.nih.gov/protein/15988055?report=genbank&log$=prottop&blast_rank=37&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_542119542
https://www.ncbi.nlm.nih.gov/protein/542119542?report=genbank&log$=prottop&blast_rank=38&RID=YM01ZCD001R

NCBI Blast:NP_705927.1 reverse transcriptase [Human immunodeficiency...

O

Chain A, Crystal Structure Of M41IT215Y MUTANT HIV-1 Reverse Transcriptase (Rtmn) In Con 1127 1127 100% 0.0 99% 1LWE_A

Chain A, Crystal Structure Of Hiv-1 V106a And Y181c Mutant Reverse Transcriptase In Comple 1127 1127 100% 0.0 99% 3DMJ_A
1127 100% 0.0 98% P35963.3

1127 100% 0.0 99% AFED54422.1

ol polyprotein [Human immunodeficiency virus 1 1126 1126 100% 0.0 98% AAA44653.1

Chain A, The Structure Of Unliganded Reverse Transcriptase From The Human Immunodeficien 1126 1126 100% 0.0 99% 1HMV_A

ol protein [Simian immunodeficiency virus, 1126 1126 100% 0.0 98% AGV33869.1
Chain A, Structures Of Hiv-1 Rt And Rna-dna Complex Reveal A Unique Rt Conformation And S1126 1126 100% 0.0 99% 4B30_A
pol protein [Human immunodeficiency virus 1 1126 1126 100% 0.0 99% AFD54424.1
pol protein [Human immunodeficiency virus 1 1125 1125 100% 0.0 99% ADM?25290.1
reverse transcriptase/RNaseH [Human immunodeficiency virus 1] 1125 1125 100% 0.0 99% AAA93165.1
hain A, Wild Type Hiv-1 Reverse Transcriptase In Complex With Efavirenz 1125 1125 100% 0.0 99% 1IKW_A
pol protein [Simian immunodeficiency virus 1125 1125 100% 0.0 98% AGV34097.1
Chain A, Azt Drug Resistant Hiv-1 Reverse Transcriptase Complexed With 1051u91 1124 1124 100% 0.0 99% 1RT3_A
Chain A, Structures Of Hiv-1 Rt And Rna-dna Complex Reveal A Unigue Rt Conformation And S1124 1124 100% 0.0 99% 4B3Q_A
reverse transcriptase/RNaseH [Human immunodeficiency virus 1 1123 1123 100% 0.0 99% AAA93162.1

Chain A, Structures Of Hiv-1 Rt And Rna-dna Complex Reveal A Unigue Rt Conformation And S1123 1123 100% 0.0 99% 4B3P_A
Chain A, Crystal Structure Of A Mutant Hiv-1 Reverse Transcriptase (rtmg+m184v: M41l/d67n/k 1123 1123 100% 0.0 99% 1LWF A
reverse transcriptase. RT [human immunodeficiency virus type 1 HIV-1, zidovudine (AZT)-sensi 1123 1123 99% 0.0 99% AAB24839.1
Chain A, K103n Mutant Hiv-1 Reverse Transcriptase In Complex With Efivarenz 1122 1122 100% 0.0 99% 1IKV_A

Chain A, Crystal Structures Of Hiv-1 Reverse Transcriptase Complexes With Thiocarbamate No 1122 1122 99% 0.0 99% 2VG5_A
1122 1122 100% 0.0 99% 1S6P_A

ol protein [Human immunodeficiency virus 1 1122 1122 100% 0.0 97% AOW43127.1
pol protein [Simian immunodeficiency virus 1122 1122 100% 0.0 98% AGV34223.1
ol protein [Simian immunodeficiency virus, 1121 1121 100% 0.0 98% AGV34189.1
hain A, Hiv-1 Reverse Transcri In Complex With The Inhibitor Msc204 1121 1121 99% 0.0 99% 1EET_A
pol protein [Human immunodeficiency virus 1 1121 1121 100% 0.0 98% AGG76245.1
pol protein [Human immunodeficiency virus 1 1120 1120 100% 0.0 97% AFI39022.1
Chain A, Human Immunodeficiency Virus Type 1 1120 1120 100% 0.0 99% 1HPZ A

hain A, Structure Of Hiv-1 Reverse Transcri In A Complex With The Nonnucleoside Inhib 1120 1120 99% 0.0 99% 1HNI_A

ol polyprotein [Human immunodeficiency virus 1 1119 1119 100% 0.0 97% AAA86247.1

1118 1118 100% 0.0 97% P03369.3

hain A, Str ral Basis Of Asymmetry In The Human Immunodeficiency Virus T 1 Reverse 1118 1118 99% 0.0 99% 3HVT_A
pol protein [Human immunodeficiency virus 1 1118 1118 100% 0.0 97% ADC96546.1
pol protein [Human immunodeficiency virus 1 1118 1118 100% 0.0 98% AGG76244.1
ol polyprotein [Human immunodeficiency virus 1 1118 1118 100% 0.0 97% AAC32294.1
| polyprotein [HIV-1 v r pMN4/LSD 1118 1118 100% 0.0 97% BBA21940.1
pol protein [Human immunodeficiency virus 1 1118 1118 100% 0.0 98% ADC96559.1

Chain A, Crystal Structure Of 3tc-Resistant M184i Mutant Of Hiv-1 Reverse Transcriptase 1118 1118 99% 0.0 99% 1QE1 A

1117 1117 99% 0.0 99% 5EDL_A

hain A, Hiv-1 Reverse Transcript rosslinked To Post- Translocation Aztmp-Terminated Dy 1117 1117 99% 0.0 99% 1N5Y_A

Chain A, Tyr 181 Cys Hiv-1 Rt8-Cl Tibo 1117 1117 99% 0.0 99% 1UWB_A
1117 1117 100% 0.0 97% P20875.3

R [ % [y

| protein [Human immunodeficiency virus 1 1116 1116 100% 0.0 97% AQY59216.1
pol protein [Human immunodeficiency virus 1 1116 1116 100% 0.0 97% ALE27619.1
pol protein [Human immunodeficiency virus 1 1116 1116 100% 0.0 97% AAG16819.1
ol protein [Human immunodeficiency virus 1 1116 1116 100% 0.0 97% AAX32977.1
hain A. Human Immunodeficiency Virus Type 1 1116 1116 99% 0.0 99% 1DLO_A

file:///E|//SERVICIU/IBAR/ADINA/09/BlastP_sequences/BlastP.htmlI[22/10/2017 10:09:28]



https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_24987651
https://www.ncbi.nlm.nih.gov/protein/24987651?report=genbank&log$=prottop&blast_rank=39&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_196049892
https://www.ncbi.nlm.nih.gov/protein/196049892?report=genbank&log$=prottop&blast_rank=40&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_77416892
https://www.ncbi.nlm.nih.gov/protein/77416892?report=genbank&log$=prottop&blast_rank=41&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_380448656
https://www.ncbi.nlm.nih.gov/protein/380448656?report=genbank&log$=prottop&blast_rank=42&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_327461
https://www.ncbi.nlm.nih.gov/protein/327461?report=genbank&log$=prottop&blast_rank=43&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_999814
https://www.ncbi.nlm.nih.gov/protein/999814?report=genbank&log$=prottop&blast_rank=44&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_542119083
https://www.ncbi.nlm.nih.gov/protein/542119083?report=genbank&log$=prottop&blast_rank=45&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_442570524
https://www.ncbi.nlm.nih.gov/protein/442570524?report=genbank&log$=prottop&blast_rank=46&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_380448660
https://www.ncbi.nlm.nih.gov/protein/380448660?report=genbank&log$=prottop&blast_rank=47&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_304347455
https://www.ncbi.nlm.nih.gov/protein/304347455?report=genbank&log$=prottop&blast_rank=48&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_896061
https://www.ncbi.nlm.nih.gov/protein/896061?report=genbank&log$=prottop&blast_rank=49&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_14488554
https://www.ncbi.nlm.nih.gov/protein/14488554?report=genbank&log$=prottop&blast_rank=50&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_542119550
https://www.ncbi.nlm.nih.gov/protein/542119550?report=genbank&log$=prottop&blast_rank=51&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_4558187
https://www.ncbi.nlm.nih.gov/protein/4558187?report=genbank&log$=prottop&blast_rank=52&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_442570532
https://www.ncbi.nlm.nih.gov/protein/442570532?report=genbank&log$=prottop&blast_rank=53&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_896049
https://www.ncbi.nlm.nih.gov/protein/896049?report=genbank&log$=prottop&blast_rank=54&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_442570528
https://www.ncbi.nlm.nih.gov/protein/442570528?report=genbank&log$=prottop&blast_rank=55&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_24987653
https://www.ncbi.nlm.nih.gov/protein/24987653?report=genbank&log$=prottop&blast_rank=56&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_263093
https://www.ncbi.nlm.nih.gov/protein/263093?report=genbank&log$=prottop&blast_rank=57&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_14488552
https://www.ncbi.nlm.nih.gov/protein/14488552?report=genbank&log$=prottop&blast_rank=58&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_162330183
https://www.ncbi.nlm.nih.gov/protein/162330183?report=genbank&log$=prottop&blast_rank=59&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_49258902
https://www.ncbi.nlm.nih.gov/protein/49258902?report=genbank&log$=prottop&blast_rank=60&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1079604654
https://www.ncbi.nlm.nih.gov/protein/1079604654?report=genbank&log$=prottop&blast_rank=61&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_542119804
https://www.ncbi.nlm.nih.gov/protein/542119804?report=genbank&log$=prottop&blast_rank=62&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_542119736
https://www.ncbi.nlm.nih.gov/protein/542119736?report=genbank&log$=prottop&blast_rank=63&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_13096104
https://www.ncbi.nlm.nih.gov/protein/13096104?report=genbank&log$=prottop&blast_rank=64&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_459650071
https://www.ncbi.nlm.nih.gov/protein/459650071?report=genbank&log$=prottop&blast_rank=65&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_385045089
https://www.ncbi.nlm.nih.gov/protein/385045089?report=genbank&log$=prottop&blast_rank=66&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_14488665
https://www.ncbi.nlm.nih.gov/protein/14488665?report=genbank&log$=prottop&blast_rank=67&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1065287
https://www.ncbi.nlm.nih.gov/protein/1065287?report=genbank&log$=prottop&blast_rank=68&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1171166
https://www.ncbi.nlm.nih.gov/protein/1171166?report=genbank&log$=prottop&blast_rank=69&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_77416875
https://www.ncbi.nlm.nih.gov/protein/77416875?report=genbank&log$=prottop&blast_rank=70&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_640348
https://www.ncbi.nlm.nih.gov/protein/640348?report=genbank&log$=prottop&blast_rank=71&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_289469782
https://www.ncbi.nlm.nih.gov/protein/289469782?report=genbank&log$=prottop&blast_rank=72&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_459650069
https://www.ncbi.nlm.nih.gov/protein/459650069?report=genbank&log$=prottop&blast_rank=73&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1772626
https://www.ncbi.nlm.nih.gov/protein/1772626?report=genbank&log$=prottop&blast_rank=74&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1236048472
https://www.ncbi.nlm.nih.gov/protein/1236048472?report=genbank&log$=prottop&blast_rank=75&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_289469808
https://www.ncbi.nlm.nih.gov/protein/289469808?report=genbank&log$=prottop&blast_rank=76&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_5822251
https://www.ncbi.nlm.nih.gov/protein/5822251?report=genbank&log$=prottop&blast_rank=77&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_995970675
https://www.ncbi.nlm.nih.gov/protein/995970675?report=genbank&log$=prottop&blast_rank=78&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_28373910
https://www.ncbi.nlm.nih.gov/protein/28373910?report=genbank&log$=prottop&blast_rank=79&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_2194007
https://www.ncbi.nlm.nih.gov/protein/2194007?report=genbank&log$=prottop&blast_rank=80&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_77416883
https://www.ncbi.nlm.nih.gov/protein/77416883?report=genbank&log$=prottop&blast_rank=81&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1159082607
https://www.ncbi.nlm.nih.gov/protein/1159082607?report=genbank&log$=prottop&blast_rank=82&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_927584473
https://www.ncbi.nlm.nih.gov/protein/927584473?report=genbank&log$=prottop&blast_rank=83&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_10436141
https://www.ncbi.nlm.nih.gov/protein/10436141?report=genbank&log$=prottop&blast_rank=84&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_60651888
https://www.ncbi.nlm.nih.gov/protein/60651888?report=genbank&log$=prottop&blast_rank=85&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1827919
https://www.ncbi.nlm.nih.gov/protein/1827919?report=genbank&log$=prottop&blast_rank=86&RID=YM01ZCD001R

NCBI Blast:NP_705927.1 reverse transcriptase [Human immunodeficiency...

Gag-Pol [Human immunodeficiency virus 1]
Sequence ID: NP_057849.4 Length: 1435 Number of Matches: 1

See 1 more title(s)

O cChain A. K65r Mutant Hiv-1 Reverse Transcriptase Cross-Linked To Ds-Dna And Complexed W 1116 1116 99% 0.0 99% 3JSM_A
[ pol protein [Human immunodeficiency virus 1 1116 1116 100% 0.0 97% AOWA43385.1
[ pol protein [Human immunodeficiency virus 1 1116 1116 100% 0.0 97% AQOW43126.1
[ pol polyprotein [Human immunodeficiency virus 1 1116 1116 100% 0.0 97% AAC68851.1
O | protein [Human immunodeficiency virus 1 1115 1115 100% 0.0 97% AFI39013.1
O pol protein [Human immunodeficiency virus 1 1115 1115 100% 0.0 97% ALP13083.1
[0 reverse transcriptase [Human immunodeficiency virus 1 1115 1115 100% 0.0 98% AA A
O | protein [Human immunodeficiency virus 1 1115 1115 100% 0.0 97% ADC96552.1
[ pol protein [Human immunodeficiency virus 1 1115 1115 100% 0.0 97% AGG77703.1
O Chain A. Human Immunodeficiency Virus Type 1 Reverse Transcriptase Complexed With A 33-F 1115 1115 98% 0.0 99% 1HVU_A
O pol protein [Human immunodeficiency virus 1 1115 1115 100% 0.0 97% AGG77792.1
O | protein [Human immunodeficiency virus 1 1115 1115 100% 0.0 97% AFI39049.1
[ pol protein [Human immunodeficiency virus 1 1115 1115 100% 0.0 97% AOw43154.1
[ pol protein [Human immunodeficiency virus 1 1115 1115 100% 0.0 97% ANW11238.1
Alighments
Download GenPept Graphics Next Descriptions

Range 1: 588 to 1147 GenPept Graphics

Score Expect Method Identities Positives Gaps

Query 1 P1SPIETVPVKLKPGMDGPKVKQWPLTEEKIKALVE ICTEMEKEGKISKIGPENPYNTPV ~ 60
P1SPIETVPVKLKPGMDGPKVKQWPLTEEKIKALVE ICTEMEKEGKISKIGPENPYNTPV
Sbjct 588 PISPIETVPVKLKPGMDGPKVKQWPLTEEKIKALVE ICTEMEKEGKISKIGPENPYNTPV 647

Query 61 FAIKKKDSTKWRKLVDFRELNKRTQDFWEVQLG I PHPAGLKKKKSVTVLDVGDAYFSVPL 120
FATKKKDSTKWRKLVDFRELNKRTQDFWEVQLG IPHPAGLKKKKSVTVLDVGDAYFSVPL
Shjct 648 FAITKKKDSTKWRKLVDFRELNKRTQDFWEVQLG I PHPAGLKKKKSVTVLDVGDAYFSVPL 707

Query 121  DEDFRKYTAFTIPSINNETPGIRYQYNVLPQGWKGSPAIFQSSMTKILEPFRKQNPDIVI 180
DEDFRKYTAFTIPSINNETPGIRYQYNVLPQGWKGSPAIFQSSMTKILEPFRKQNPDIVI
Sbjct 708  DEDFRKYTAFTIPSINNETPGIRYQYNVLPQGWKGSPAIFQSSMTKILEPFRKQNPDIVI 767

Query 181  YQYMDDLYVGSDLEIGQHRTKIEELRQHLLRWGLTTPDKKHQKEPPFLWMGYELHPDKWT 240
YQYMDDLYVGSDLEIGQHRTKIEELRQHLLRWGLTTPDKKHQKEPPFLWMGYELHPDKWT
Sbjct 768  YQYMDDLYVGSDLEIGQHRTKIEELRQHLLRWGLTTPDKKHQKEPPFLWMGYELHPDKWT 827

Query 241  VQPIVLPEKDSWTVNDIQKLVGKLNWASQIYPGIKVRQLCKLLRGTKALTEVIPLTEEAE 300
VQP IVLPEKDSWTVND IQKLVGKLNWASQ 1 YPG IKVRQLCKLLRGTKALTEVIPLTEEAE
Shbjct 828  VQPIVLPEKDSWTVNDIQKLVGKLNWASQIYPGIKVRQLCKLLRGTKALTEVIPLTEEAE 887

Query 301 LELAENRE ILKEPVHGVYYDPSKDL IAE1QKQGQGQWTYQ1'YQEPFKNLKTGKYARMRGA 360
LELAENRE I LKEPVHGVYYDPSKDL I AE1QKQGQGQWTYQ1YQEPFKNLKTGKYARMRGA
Sbjct 888 LELAENREILKEPVHGVYYDPSKDL IAE1QKQGQGQWTYQI'YQEPFKNLKTGKYARMRGA 947

Query 361 HTNDVKQLTEAVQKITTESIVIWGKTPKFKLP IQKETWETWWTEYWQATWIPEWEFVNTP 420
HTNDVKQLTEAVQKITTESIVIWGKTPKFKLP IQKETWETWWTEYWQATWIPEWEFVNTP
Sbjct 948 HTNDVKQLTEAVQKITTESIVIWGKTPKFKLP IQKETWETWWTEYWQATWIPEWEFVNTP 1007

Query 421 PLVKLWYQLEKEP IVGAETFYVDGAANRETKLGKAGYVTNRGRQKVVTLTDTTNQKTELQ 480
PLVKLWYQLEKEP IVGAETFYVDGAANRETKLGKAGYVTNRGRQKVVTLTDTTNQKTELQ
Sbjct 1008 PLVKLWYQLEKEPIVGAETFYVDGAANRETKLGKAGYVTNRGRQKVVTLTDTTNQKTELQ 1067

Query 481  AIYLALQDSGLEVNIVTDSQYALGIIQAQPDQSESELVNQIIEQL IKKEKVYLAWPAHK 540
AIYLALQDSGLEVNIVTDSQYALG I 1QAQPDQSESELVNQI 1EQL IKKEKVYLAWVPAHK
Sbjct 1068 AIYLALQDSGLEVNIVTDSQYALGIIQAQPDQSESELVNQIIEQLIKKEKVYLAWVPAHK 1127

Query 541  GIGGNEQVDKLVSAGIRKVL 560
GIGGNEQVDKLVSAGIRKVL
Sbjct 1128 GIGGNEQVDKLVSAGIRKVL 1147

Related Information
Gene - associated gene details

1149 bits(2971) 0.0  Compositional matrix adjust. 560/560(100%) 560/560(100%) 0/560(0%)  ldentical Proteins - Identical
proteins to NP_057849.4

Download GenPept Graphics Next Previous

file:///E[/SERVICIU/IBAR/ADINA/09/BlastP_sequences/BlastP.htmI[22/10/2017 10:09:28]

Descriptions

RecName: Full=Gag-Pol polyprotein; AltName: Full=Pr160Gag-Pol; Contains: RecName: Full=Matrix protein p17;
Short=MA; Contains: RecName: Full=Capsid protein p24; Short=CA; Contains: RecName: Full=Spacer peptide 1;
Short=SP1; AltName: Full=p2; Contains: RecName: Full=Nucleocapsid protein p7; Short=NC; Contains: RecName:
Full=Transframe peptide; Short=TF; Contains: RecName: Full=p6-pol; Short=p6*; Contains: RecName: Full=Protease;



https://blast.ncbi.nlm.nih.gov/Blast.cgi#dlgDwnl_28872819
https://blast.ncbi.nlm.nih.gov/Blast.cgi#dlgDwnl_28872819
https://www.ncbi.nlm.nih.gov/protein/28872819?report=genbank&log$=protalign&blast_rank=1&RID=YM01ZCD001R
https://www.ncbi.nlm.nih.gov/protein/28872819?report=graph&rid=YM01ZCD001R[28872819]&tracks=[key:sequence_track,name:Sequence,display_name:Sequence,id:STD1,category:Sequence,annots:Sequence,ShowLabel:true][key:gene_model_track,CDSProductFeats:false][key:alignment_track,name:other%20alignments,annots:NG%20Alignments|Refseq%20Alignments|Gnomon%20Alignments|Unnamed,shown:false]&v=561:1174&appname=ncbiblast&link_loc=fromSubj
https://blast.ncbi.nlm.nih.gov/Blast.cgi#dtr_28872819
https://www.ncbi.nlm.nih.gov/protein/28872819?report=genbank&log$=protalign&blast_rank=1&RID=YM01ZCD001R&from=588&to=1147
https://www.ncbi.nlm.nih.gov/protein/28872819?report=graph&rid=YM01ZCD001R[28872819]&tracks=[key:sequence_track,name:Sequence,display_name:Sequence,id:STD1,category:Sequence,annots:Sequence,ShowLabel:true][key:gene_model_track,CDSProductFeats:false][key:alignment_track,name:other%20alignments,annots:NG%20Alignments|Refseq%20Alignments|Gnomon%20Alignments|Unnamed,shown:false]&v=561:1174&appname=ncbiblast&link_loc=fromHSP
https://blast.ncbi.nlm.nih.gov/Blast.cgi#dlgDwnl_77416878
https://blast.ncbi.nlm.nih.gov/Blast.cgi#dlgDwnl_77416878
https://www.ncbi.nlm.nih.gov/protein/77416878?report=genbank&log$=protalign&blast_rank=2&RID=YM01ZCD001R
https://www.ncbi.nlm.nih.gov/protein/77416878?report=graph&rid=YM01ZCD001R[77416878]&tracks=[key:sequence_track,name:Sequence,display_name:Sequence,id:STD1,category:Sequence,annots:Sequence,ShowLabel:true][key:gene_model_track,CDSProductFeats:false][key:alignment_track,name:other%20alignments,annots:NG%20Alignments|Refseq%20Alignments|Gnomon%20Alignments|Unnamed,shown:false]&v=573:1186&appname=ncbiblast&link_loc=fromSubj
https://blast.ncbi.nlm.nih.gov/Blast.cgi#dtr_77416878
https://www.ncbi.nlm.nih.gov/protein/28872819?report=genbank&log$=protalign&blast_rank=1&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_260100193
https://www.ncbi.nlm.nih.gov/protein/260100193?report=genbank&log$=prottop&blast_rank=87&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1079605202
https://www.ncbi.nlm.nih.gov/protein/1079605202?report=genbank&log$=prottop&blast_rank=88&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1079604652
https://www.ncbi.nlm.nih.gov/protein/1079604652?report=genbank&log$=prottop&blast_rank=89&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_3098584
https://www.ncbi.nlm.nih.gov/protein/3098584?report=genbank&log$=prottop&blast_rank=90&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_385045079
https://www.ncbi.nlm.nih.gov/protein/385045079?report=genbank&log$=prottop&blast_rank=91&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_953965727
https://www.ncbi.nlm.nih.gov/protein/953965727?report=genbank&log$=prottop&blast_rank=92&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1289520
https://www.ncbi.nlm.nih.gov/protein/1289520?report=genbank&log$=prottop&blast_rank=93&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_289469794
https://www.ncbi.nlm.nih.gov/protein/289469794?report=genbank&log$=prottop&blast_rank=94&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_459651724
https://www.ncbi.nlm.nih.gov/protein/459651724?report=genbank&log$=prottop&blast_rank=95&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_4389176
https://www.ncbi.nlm.nih.gov/protein/4389176?report=genbank&log$=prottop&blast_rank=96&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_459651831
https://www.ncbi.nlm.nih.gov/protein/459651831?report=genbank&log$=prottop&blast_rank=97&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_385045119
https://www.ncbi.nlm.nih.gov/protein/385045119?report=genbank&log$=prottop&blast_rank=98&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1079604711
https://www.ncbi.nlm.nih.gov/protein/1079604711?report=genbank&log$=prottop&blast_rank=99&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#alnHdr_1046813421
https://www.ncbi.nlm.nih.gov/protein/1046813421?report=genbank&log$=prottop&blast_rank=100&RID=YM01ZCD001R
https://blast.ncbi.nlm.nih.gov/Blast.cgi#
https://blast.ncbi.nlm.nih.gov/Blast.cgi#
https://blast.ncbi.nlm.nih.gov/Blast.cgi#
https://blast.ncbi.nlm.nih.gov/Blast.cgi#
https://blast.ncbi.nlm.nih.gov/Blast.cgi#
https://www.ncbi.nlm.nih.gov/gene?term=28872819[PUID]&RID=YM01ZCD001R&log$=genealign&blast_rank=1
https://www.ncbi.nlm.nih.gov/ipg/NP_057849.4

NCBI Blast:NP_705927.1 reverse transcriptase [Human immunodeficiency...

AltName: Full=PR; AltName: Full=Retropepsin; Contains: RecName: Full=Reverse transcriptase/ribonuclease H; AltName:
Full=Exoribonuclease H; AltName: Full=p66 RT; Contains: RecName: Full=p51 RT; Contains: RecName: Full=p15;
Contains: RecName: Full=Integrase; Short=IN
Sequence ID: P03367.3 Length: 1447 Number of Matches: 1

Related Information
Range 1: 600 to 1159 GenPept Graphics

Score Expect Method T Identities Positives Gaps
1142 bits(2954) 0.0 Compositional matrix adjust. 556/560(99%) 559/560(99%) 0/560(0%)

Query 1 PISPIETVPVKLKPGMDGPKVKQWPLTEEKIKALVE ICTEMEKEGKISKIGPENPYNTPV ~ 60
P1SPIETVPVKLKPGMDGPKVKQWPLTEEK IKALVE ICTEMEKEGKISKIGPENPYNTPV
Sbjct 600 PISPIETVPVKLKPGMDGPKVKQWPLTEEKIKALVE ICTEMEKEGKISKIGPENPYNTPV 659

Query 61 FAIKKKDSTKWRKLVDFRELNKRTQDFWEVQLG I PHPAGLKKKKSVTVLDVGDAYFSVPL 120
FAITKKKDSTKWRKLVDFRELNKRTQDFWEVQLG I PHPAGLKKKKSVTVLDVGDAYFSVPL
Shjct 660 FAITKKKDSTKWRKLVDFRELNKRTQDFWEVQLG I PHPAGLKKKKSVTVLDVGDAYFSVPL 719

Query 121  DEDFRKYTAFTIPSINNETPGIRYQYNVLPQGWKGSPAIFQSSMTKILEPFRKQNPDIVI 180
DEDFRKYTAFTIPSINNETPGIRYQYNVLPQGWKGSPAIFQSSMTKILEPFRKQNPDIVI
Sbjct 720  DEDFRKYTAFTIPSINNETPGIRYQYNVLPQGWKGSPAIFQSSMTKILEPFRKQNPDIVI 779

Query 181  YQYMDDLYVGSDLEIGQHRTKIEELRQHLLRWGLTTPDKKHQKEPPFLWMGYELHPDKWT 240
YQYMDDLYVGSDLEIGQHRTKIEELRQHLLRWGLTTPDKKHQKEPPFLWMGYELHPDKWT
Sbjct 780  YQYMDDLYVGSDLEIGQHRTKIEELRQHLLRWGLTTPDKKHQKEPPFLWMGYELHPDKWT 839

Query 241  VQPIVLPEKDSWTVNDIQKLVGKLNWASQIYPGIKVRQLCKLLRGTKALTEVIPLTEEAE 300
VQP IVLPEKDSWTVND IQKLVGKLNWASQ1'YPG IKVRQLCKLLRGTKALTEVIPLTEEAE
Sbjct 840  VQPIVLPEKDSWTVNDIQKLVGKLNWASQIYPGIKVRQLCKLLRGTKALTEVIPLTEEAE 899

Query 301 LELAENRE ILKEPVHGVYYDPSKDL IAE1QKQGQGQWTYQ1'YQEPFKNLKTGKYARMRGA 360
LELAENRE I LKEPVHGVYYDPSKDL IAE1QKQGQGQWTYQIYQEPFKNLKTGKYAR RGA
Sbjct 900 LELAENRE ILKEPVHGVYYDPSKDL IAE1QKQGQGQWTYQI'YQEPFKNLKTGKYARTRGA 959

Query 361 HTNDVKQLTEAVQKITTESIVIWGKTPKFKLP IQKETWETWWTEYWQATWIPEWEFVNTP 420
HTNDVKQLTEAVQKITTESIVIWGKTPKFKLP IQKETWETWWTEYWQATWIPEWEFVNTP
Sbjct 960 HTNDVKQLTEAVQKITTESIVIWGKTPKFKLP IQKETWETWWTEYWQATWIPEWEFVNTP 1019

Query 421 PLVKLWYQLEKEP IVGAETFYVDGAANRETKLGKAGYVTNRGRQKVVTLTDTTNQKTELQ 480
PLVKLWYQLEKEP IVGAETFYVDGAA+RETKLGKAGYVTNRGRQKVVTLTDTTNQKTELQ
Shbjct 1020 PLVKLWYQLEKEPIVGAETFYVDGAASRETKLGKAGYVTNRGRQKVVTLTDTTNQKTELQ 1079

Query 481  AIYLALQDSGLEVNIVTDSQYALGII1QAQPDQSESELVNQIIEQL IKKEKVYLAWPAHK 540
Al+LALQDSGLEVNIVTDSQYALGI 1QAQPD+SESELVNQI 1EQL IKKEKVYLAWVPAHK
Sbjct 1080 AIHLALQDSGLEVNIVTDSQYALGIIQAQPDKSESELVNQIIEQLIKKEKVYLAWVPAHK 1139

Query 541  GIGGNEQVDKLVSAGIRKVL 560
GIGGNEQVDKLVSAGIRKVL
Sbjct 1140 GIGGNEQVDKLVSAGIRKVL 1159

Download GenPept Graphics Next  Previous Descriptions

pol protein, partial [synthetic HIV-1]
Sequence ID: APS90951.1 Length: 1003 Number of Matches: 1

Related Information
Range 1: 156 to 715 GenPept Graphics

Score Expect Method o Identities Positives Gaps
1142 bits(2954) 0.0 Compositional matrix adjust. 560/560(100%) 560/560(100%) 0/560(0%)

Query 1 P1SPIETVPVKLKPGMDGPKVKQWPLTEEKIKALVE ICTEMEKEGKISKIGPENPYNTPV 60
PI1SPIETVPVKLKPGMDGPKVKQWPLTEEKIKALVE ICTEMEKEGK I SKIGPENPYNTPV
Sbjct 156 PISPIETVPVKLKPGMDGPKVKQWPLTEEKIKALVEICTEMEKEGKISKIGPENPYNTPV 215

Query 61  FAIKKKDSTKWRKLVDFRELNKRTQDFWEVQLGIPHPAGLKKKKSVTVLDVGDAYFSVPL 120
FAITKKKDSTKWRKLVDFRELNKRTQDFWEVQLG I PHPAGLKKKKSVTVLDVGDAYFSVPL
Sbjct 216 FAIKKKDSTKWRKLVDFRELNKRTQDFWEVQLG IPHPAGLKKKKSVTVLDVGDAYFSVPL 275

Query 121 DEDFRKYTAFTIPSINNETPGIRYQYNVLPQGWKGSPAIFQSSMTKILEPFRKONPDIVI 180
DEDFRKYTAFTIPSINNETPGIRYQYNVLPQGWKGSPAIFQSSMTKILEPFRKQNPDIVI
Sbjct 276 DEDFRKYTAFTIPSINNETPGIRYQYNVLPQGWKGSPAIFQSSMTKILEPFRKQNPDIVI 335

Query 181 YQYMDDLYVGSDLEIGQHRTKIEELRQHLLRWGLTTPDKKHQKEPPFLWMGYELHPDKWT 240
YQYMDDLYVGSDLE IGQHRTKIEELRQHLLRWGLTTPDKKHQKEPPFLWMGYELHPDKWT
Shjct 336 YQYMDDLYVGSDLEIGQHRTKIEELRQHLLRWGLTTPDKKHQKEPPFLWMGYELHPDKWT 395

Query 241 VQPIVLPEKDSWTVND IQKLVGKLNWASQIYPGIKVRQLCKLLRGTKALTEVIPLTEEAE 300
VQP IVLPEKDSWTVND 1QKLVGKLNWASQI'YPG IKVRQLCKLLRGTKALTEVIPLTEEAE
Sbjct 396 VQPIVLPEKDSWTVNDIQKLVGKLNWASQIYPGIKVRQLCKLLRGTKALTEVIPLTEEAE 455

Query 301 LELAENREILKEPVHGVYYDPSKDLIAEIQKQGQGOWTYQIYQEPFKNLKTGKYARMRGA 360
LELAENRE I LKEPVHGVYYDPSKDL IAE 1QKQGQGQWTYQ I YQEPFKNLKTGKYARMRGA
Sbjct 456 LELAENREILKEPVHGVYYDPSKDLIAEIQKQGQGQWTYQIYQEPFKNLKTGKYARMRGA 515

Query 361 HTNDVKQLTEAVQKITTESIVIWGKTPKFKLPIQKETWETWWTEYWQATWIPEWEFVNTP 420
HTNDVKQLTEAVQKITTES IVIWGKTPKFKLP IQKETWETWWTEYWQATWIPEWEFVNTP
Sbjct 516 HTNDVKQLTEAVQKITTESIVIWGKTPKFKLP IQKETWETWWTEYWQATWIPEWEFVNTP 575

Query 421 PLVKLWYQLEKEPIVGAETFYVDGAANRETKLGKAGYVTNRGRQKVVTLTDTTNQKTELQ 480
PLVKLWYQLEKEP IVGAETFYVDGAANRETKLGKAGYVTNRGRQKVVTLTDTTNQKTELQ
Sbjct 576 PLVKLWYQLEKEPIVGAETFYVDGAANRETKLGKAGYVTNRGRQKVVTLTDTTNQKTELQ 635

Query 481 AIYLALQDSGLEVNIVTDSQYALGI 1QAQPDQSESELVNQI IEQLIKKEKVYLAWVPAHK 540
ATYLALQDSGLEVN IVTDSQYALG I IQAQPDQSESELVNQI IEQL IKKEKVYLAWVPAHK
Sbjct 636 AIYLALQDSGLEVNIVTDSQYALGI 1QAQPDQSESELVNQI IEQLIKKEKVYLAWVPAHK — 695

Query 541 GIGGNEQVDKLVSAGIRKVL 560
GIGGNEQVDKLVSAGIRKVL

file:///E|//SERVICIU/IBAR/ADINA/09/BlastP_sequences/BlastP.htmlI[22/10/2017 10:09:28]



https://www.ncbi.nlm.nih.gov/protein/77416878?report=genbank&log$=protalign&blast_rank=2&RID=YM01ZCD001R&from=600&to=1159
https://www.ncbi.nlm.nih.gov/protein/77416878?report=graph&rid=YM01ZCD001R[77416878]&tracks=[key:sequence_track,name:Sequence,display_name:Sequence,id:STD1,category:Sequence,annots:Sequence,ShowLabel:true][key:gene_model_track,CDSProductFeats:false][key:alignment_track,name:other%20alignments,annots:NG%20Alignments|Refseq%20Alignments|Gnomon%20Alignments|Unnamed,shown:false]&v=573:1186&appname=ncbiblast&link_loc=fromHSP
https://blast.ncbi.nlm.nih.gov/Blast.cgi#dlgDwnl_1127783602
https://blast.ncbi.nlm.nih.gov/Blast.cgi#dlgDwnl_1127783602
https://www.ncbi.nlm.nih.gov/protein/1127783602?report=genbank&log$=protalign&blast_rank=3&RID=YM01ZCD001R
https://www.ncbi.nlm.nih.gov/protein/1127783602?report=graph&rid=YM01ZCD001R[1127783602]&tracks=[key:sequence_track,name:Sequence,display_name:Sequence,id:STD1,category:Sequence,annots:Sequence,ShowLabel:true][key:gene_model_track,CDSProductFeats:false][key:alignment_track,name:other%20alignments,annots:NG%20Alignments|Refseq%20Alignments|Gnomon%20Alignments|Unnamed,shown:false]&v=129:742&appname=ncbiblast&link_loc=fromSubj
https://blast.ncbi.nlm.nih.gov/Blast.cgi#dtr_1127783602
https://www.ncbi.nlm.nih.gov/protein/1127783602?report=genbank&log$=protalign&blast_rank=3&RID=YM01ZCD001R&from=156&to=715
https://www.ncbi.nlm.nih.gov/protein/1127783602?report=graph&rid=YM01ZCD001R[1127783602]&tracks=[key:sequence_track,name:Sequence,display_name:Sequence,id:STD1,category:Sequence,annots:Sequence,ShowLabel:true][key:gene_model_track,CDSProductFeats:false][key:alignment_track,name:other%20alignments,annots:NG%20Alignments|Refseq%20Alignments|Gnomon%20Alignments|Unnamed,shown:false]&v=129:742&appname=ncbiblast&link_loc=fromHSP
https://www.ncbi.nlm.nih.gov/protein/77416878?report=genbank&log$=protalign&blast_rank=2&RID=YM01ZCD001R
https://www.ncbi.nlm.nih.gov/protein/1127783602?report=genbank&log$=protalign&blast_rank=3&RID=YM01ZCD001R

NCBI Blast:NP_705927.1 reverse transcriptase [Human immunodeficiency...

Sbjct 696 GIGGNEQVDKLVSAGIRKVL 715

Download GenPept Graphics Next  Previous Descriptions

Pol [Human immunodeficiency virus 1]
Sequence ID: NP_789740.1 Length: 995 Number of Matches: 1

Related Information
Range 1: 148 to 707 GenPept Graphics
Score Expect Method Identities Positives Gaps
1142 bits(2954) 0.0 Compositional matrix adjust. 560/560(100%) 560/560(100%) 0/560(0%)

Gene - associated gene details

Query 1 PISPIETVPVKLKPGMDGPKVKQWPLTEEKIKALVE ICTEMEKEGKISKIGPENPYNTPV 60
P1SPIETVPVKLKPGMDGPKVKQWPLTEEK IKALVE ICTEMEKEGK I SKIGPENPYNTPV
Sbjct 148 PISPIETVPVKLKPGMDGPKVKQWPLTEEKIKALVEICTEMEKEGKISKIGPENPYNTPV 207

Query 61 FATKKKDSTKWRKLVDFRELNKRTQDFWEVQLG I PHPAGLKKKKSVTVLDVGDAYFSVPL 120
FATKKKDSTKWRKLVDFRELNKRTQDFWEVQLG I PHPAGLKKKKSVTVLDVGDAYFSVPL
Sbjct 208 FAIKKKDSTKWRKLVDFRELNKRTQDFWEVQLGIPHPAGLKKKKSVTVLDVGDAYFSVPL 267

Query 121 DEDFRKYTAFTIPSINNETPGIRYQYNVLPQGWKGSPAIFQSSMTKILEPFRKQNPDIVI 180
DEDFRKYTAFTIPSINNETPGIRYQYNVLPQGWKGSPAIFQSSMTKILEPFRKQONPDIVI
Shjct 268 DEDFRKYTAFTIPSINNETPGIRYQYNVLPQGWKGSPAIFQSSMTKILEPFRKQNPDIVI 327

Query 181 YQYMDDLYVGSDLEIGQHRTKIEELRQHLLRWGLTTPDKKHQKEPPFLWMGYELHPDKWT 240
YQYMDDLYVGSDLEIGQHRTKIEELRQHLLRWGLTTPDKKHQKEPPFLWMGYELHPDKWT
Sbjct 328 YQYMDDLYVGSDLEIGQHRTKIEELRQHLLRWGLTTPDKKHQKEPPFLWMGYELHPDKWT 387

Query 241 VQPIVLPEKDSWTVNDIQKLVGKLNWASQIYPGIKVRQLCKLLRGTKALTEVIPLTEEAE 300
VQP IVLPEKDSWTVND I1QKLVGKLNWASQ1YPGIKVRQLCKLLRGTKALTEVIPLTEEAE
Sbjct 388 VQPIVLPEKDSWTVNDIQKLVGKLNWASQIYPGIKVRQLCKLLRGTKALTEVIPLTEEAE 447

Query 301 LELAENREILKEPVHGVYYDPSKDL IAETQKQGQGQWTYQIYQEPFKNLKTGKYARMRGA 360
LELAENRE I LKEPVHGVYYDPSKDL IAE 1QKQGQGQWTYQ1YQEPFKNLKTGKYARMRGA
Sbjct 448 LELAENREILKEPVHGVYYDPSKDLIAEIQKQGQGQWTYQIYQEPFKNLKTGKYARMRGA 507

Query 361 HTNDVKQLTEAVQKITTESIVIWGKTPKFKLPIQKETWETWWTEYWQATWIPEWEFVNTP 420
HTNDVKQLTEAVQKITTESIVIWGKTPKFKLP IQKETWETWWTEYWQATWIPEWEFVNTP
Sbjct 508 HTNDVKQLTEAVQKITTESIVIWGKTPKFKLP IQKETWETWWTEYWQATWIPEWEFVNTP 567

Query 421 PLVKLWYQLEKEPIVGAETFYVDGAANRETKLGKAGYVTNRGRQKVVTLTDTTNQKTELQ 480
PLVKLWYQLEKEP IVGAETFYVDGAANRETKLGKAGYVTNRGRQKVVTLTDTTNQKTELQ
Shjct 568 PLVKLWYQLEKEPIVGAETFYVDGAANRETKLGKAGYVTNRGRQKVVTLTDTTNQKTELQ 627

Query 481 AIYLALQDSGLEVNIVTDSQYALGIIQAQPDQSESELVNQIIEQL IKKEKVYLAWVPAHK 540
ATYLALQDSGLEVNIVTDSQYALG I IQAQPDQSESELVNQI 1EQL IKKEKVYLAWVPAHK
Sbjct 628 AIYLALQDSGLEVNIVTDSQYALGIIQAQPDQSESELVNQIIEQLIKKEKVYLAWVPAHK 687

Query 541 GIGGNEQVDKLVSAGIRKVL 560
GIGGNEQVDKLVSAGIRKVL
Sbjct 688 GIGGNEQVDKLVSAGIRKVL 707

Download GenPept Graphics Next  Previous Descriptions

RecName: Full=Gag-Pol polyprotein; AltName: Full=Pr160Gag-Pol; Contains: RecName: Full=Matrix protein p17;
Short=MA,; Contains: RecName: Full=Capsid protein p24; Short=CA; Contains: RecName: Full=Spacer peptide 1,
Short=SP1; AltName: Full=p2; Contains: RecName: Full=Nucleocapsid protein p7; Short=NC; Contains: RecName:
Full=Transframe peptide; Short=TF; Contains: RecName: Full=p6-pol; Short=p6*; Contains: RecName: Full=Protease;
AltName: Full=PR; AltName: Full=Retropepsin; Contains: RecName: Full=Reverse transcriptase/ribonuclease H; AltName:
Full=Exoribonuclease H; AltName: Full=p66 RT; Contains: RecName: Full=p51 RT; Contains: RecName: Full=p15;
Contains: RecName: Full=Integrase; Short=IN

Sequence ID: P03366.3 Length: 1447 Number of Matches: 1
Related Information
Range 1: 600 to 1159 GenPept Graphics

Score Expect Method Identities Positives Gaps
1139 bits(2947) 0.0 Compositional matrix adjust. 554/560(99%) 559/560(99%) 0/560(0%b)

Query 1 P1SPIETVPVKLKPGMDGPKVKQWPLTEEKIKALVE ICTEMEKEGKISKIGPENPYNTPV ~ 60
PISPIETVPVKLKPGMDGPKVKQWPLTEEKIKALVE ICTEMEKEGKISKIGPENPYNTPV
Shjct 600 PISPIETVPVKLKPGMDGPKVKQWPLTEEKIKALVE ICTEMEKEGKISKIGPENPYNTPV 659

Query 61 FAITKKKDSTKWRKLVDFRELNKRTQDFWEVQLG I PHPAGLKKKKSVTVLDVGDAYFSVPL 120
FAITKKKDSTKWRKLVDFRELNKRTQDFWEVQLG I PHPAGLKKKKSVTVLDVGDAYFSVPL
Sbjct 660 FATKKKDSTKWRKLVDFRELNKRTQDFWEVQLG IPHPAGLKKKKSVTVLDVGDAYFSVPL 719

Query 121 DEDFRKYTAFT IPSINNETPGIRYQYNVLPQGWKGSPAIFQSSMTKILEPFRKQNPDIVI 180
DEDFRKYTAFTIPSINNETPGIRYQYNVLPQGWKGSPAIFQSSMTKILEPF+KQNPDIVI
Sbjct 720 DEDFRKYTAFTIPSINNETPGIRYQYNVLPQGWKGSPAIFQSSMTKILEPFKKQNPDIVI 779

Query 181  YQYMDDLYVGSDLEIGQHRTKIEELRQHLLRWGLTTPDKKHQKEPPFLWMGYELHPDKWT 240
YQYMDDLYVGSDLE 1GQHRTKIEELRQHLLRWGLTTPDKKHQKEPPFLWMGYELHPDKWT
Sbjct 780  YQYMDDLYVGSDLEIGQHRTKIEELRQHLLRWGLTTPDKKHQKEPPFLWMGYELHPDKWT 839

Query 241  VQPIVLPEKDSWTVNDIQKLVGKLNWASQIYPGIKVRQLCKLLRGTKALTEVIPLTEEAE 300
VQP I'VLPEKDSWTVND IQKLVGKLNWASQ1YPGIKVRQLCKLLRGTKALTEVIPLTEEAE
Sbjct 840  VQPIVLPEKDSWTVNDIQKLVGKLNWASQIYPGIKVRQLCKLLRGTKALTEVIPLTEEAE 899

Query 301 LELAENRE ILKEPVHGVYYDPSKDL IAE 1QKQGQGQWTYQ1YQEPFKNLKTGKYARMRGA 360
LELAENRE I LKEPVHGVYYDPSKDL IAE 1QKQGQGQWTYQ I YQEPFKNLKTGKYARMRGA
Sbjct 900 LELAENRE ILKEPVHGVYYDPSKDL IAE1QKQGQGQWTYQ 1 YQEPFKNLKTGKYARMRGA 959

Query 361  HTNDVKQLTEAVQKITTESIVIWGKTPKFKLP IQKETWETWWTEYWQATWIPEWEFVNTP 420
HTNDVKQLTEAVQKITTESIVIWGKTPKFKLP IQKETWETWWTEYWQATWIPEWEFVNTP
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Sbjct
Query
Sbjct
Query
Sbjct
Query
Sbjct

960  HTNDVKQLTEAVQKITTESIVIWGKTPKFKLP IQKETWETWWTEYWQATWIPEWEFVNTP

421 PLVKLWYQLEKEP IVGAETFYVDGAANRETKLGKAGYVTNRGRQKVVTLTDTTNQKTELQ
PLVKLWYQLEKEP IVGAETFYVDGAANRETKLGKAGYVTN+GRQKVV LT+TTNQKTELQ
1020 PLVKLWYQLEKEPIVGAETFYVDGAANRETKLGKAGYVTNKGRQKVVPLTNTTNQKTELQ

481  AIYLALQDSGLEVNIVTDSQYALGI 1QAQPDQSESELVNQI IEQL IKKEKVYLAWVPAHK
ATYLALQDSGLEVNIVTDSQYALG I 1QAQPD+SESELVNQI 1EQL IKKEKVYLAWVPAHK
1080 AIYLALQDSGLEVNIVTDSQYALG I 1QAQPDKSESELVNQI IEQL IKKEKVYLAWVPAHK

541  GIGGNEQVDKLVSAGIRKVL 560
GIGGNEQVDKLVSAG IRK+L
1140 GIGGNEQVDKLVSAGIRKIL 1159

1019
480
1079
540
1139
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