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Prediction results for none

Download PostScript file

Disordered by Loops/coils definition
>none_LOOPS 1-27, 43-73, 89-159, 168-178, 186-196, 213-254, 265-274, 287-297, 309-322, 345-363,
382-396, 409-422, 430-468, 488-499, 506-514, 536-546
PISPIETVPV KLKPGMDGPK VKQWPLTeek ikalveicte meKEGKISKI GPENPYNTPV FAIKKKDSTK WRKlvdfrel

http://dis.embl.de/DisEMBLout/none_120644WeCsVAoLCBIAAEqgJ@4AAAAB_smoothed.eps
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nkrtqdfwEV QLGIPHPAGL KKKKSVTVLD VGDAYFSVPL DEDFRKYTAF TIPSINNETP GIRYQYNVLP QGWKGSPAIf
qssmtkiLEP FRKQNPDIvi yqymdDLYVG SDLEIGqhrt kieelrqhll rwGLTTPDKK HQKEPPFLWM GYELHPDKWT
VQPIVLPEKD SWTVndiqkl vgklNWASQI YPGIkvrqlc kllrgtKALT EVIPLTEeae lelaenreIL KEPVHGVYYD
PSkdliaeiq kqgqgqwtyq iyqePFKNLK TGKYARMRGA HTNdvkqlte avqkittesi vIWGKTPKFK LPIQKEtwet
wwteywqaTW IPEWEFVNTP PLvklwyqlE KEPIVGAETF YVDGAANRET KLGKAGYVTN RGRQKVVTlt dttnqktelq
aiylalqDSG LEVNIVTDSq yalgiIQAQP DQSEselvnq iieqlikkek vylawVPAHK GIGGNEqvdk lvsagirkvl

Disordered by Hot-loops definition
>none_HOTLOOPS 1-28, 43-72, 82-106, 131-141, 213-224, 264-272, 287-299, 378-394, 447-476, 538-
549
PISPIETVPV KLKPGMDGPK VKQWPLTEek ikalveicte meKEGKISKI GPENPYNTPV FAIKKKDSTK WRklvdfrel
nKRTQDFWEV QLGIPHPAGL KKKKSVtvld vgdayfsvpl dedfrkytaf TIPSINNETP Giryqynvlp qgwkgspaif
qssmtkilep frkqnpdivi yqymddlyvg sdleigqhrt kieelrqhll rwGLTTPDKK HQKEppflwm gyelhpdkwt
vqpivlpekd swtvndiqkl vgkLNWASQI YPgikvrqlc kllrgtKALT EVIPLTEEAe lelaenreil kepvhgvyyd
pskdliaeiq kqgqgqwtyq iyqepfknlk tgkyarmrga htndvkqlte avqkittESI VIWGKTPKFK LPIQketwet
wwteywqatw ipewefvntp plvklwyqle kepivgaetf yvdgaaNRET KLGKAGYVTN RGRQKVVTLT DTTNQKtelq
aiylalqdsg levnivtdsq yalgiiqaqp dqseselvnq iieqlikkek vylawvpAHK GIGGNEQVDk lvsagirkvl

Disordered by Remark-465 definition
>none_REM465 none 
pispietvpv klkpgmdgpk vkqwplteek ikalveicte mekegkiski gpenpyntpv faikkkdstk wrklvdfrel
nkrtqdfwev qlgiphpagl kkkksvtvld vgdayfsvpl dedfrkytaf tipsinnetp giryqynvlp qgwkgspaif
qssmtkilep frkqnpdivi yqymddlyvg sdleigqhrt kieelrqhll rwglttpdkk hqkeppflwm gyelhpdkwt
vqpivlpekd swtvndiqkl vgklnwasqi ypgikvrqlc kllrgtkalt eviplteeae lelaenreil kepvhgvyyd
pskdliaeiq kqgqgqwtyq iyqepfknlk tgkyarmrga htndvkqlte avqkittesi viwgktpkfk lpiqketwet
wwteywqatw ipewefvntp plvklwyqle kepivgaetf yvdgaanret klgkagyvtn rgrqkvvtlt dttnqktelq
aiylalqdsg levnivtdsq yalgiiqaqp dqseselvnq iieqlikkek vylawvpahk giggneqvdk lvsagirkvl

JOB-ID none_120644WeCsVAoLCBIAAEqgJ@4AAAAB
Frames used smooth=8 peak=8 join=4

Thresholds used coils=0.516 rem465=0.6 hot loops=0.1204
Name none

Description none
Title/ID none

Sequence length 560
Download predictions smoothed scores raw scores
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