DisEMBL 1.5 - Predictors of intrinsic protein disorder
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Disordered by Loops/coils definition

>none_LOOPS 1-27, 43-73, 89-159, 168-178, 186-196, 213-254, 265-274, 287-297, 309-322, 345-363,

382-396, 409-422, 430-468, 488-499, 506-514, 536-546
PISPIETVPV KLKPGMDGPK VKQWPLTeek ikalveicte meKEGKISKI GPENPYNTPV FAIKKKDSTK WRKIvdfrel
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Disordered by Hot-loops definition

>none_HOTLOOPS 1-28, 43-72, 82-106, 131-141, 213-224, 264-272, 287-299, 378-394, 447-476, 538-

549

PISPIETVPV
NKRTQDFWEV
gssmtkilep
vgpivipekd
pskdliaeiq
wwteywgatw
aiylalqdsg

KLKPGMDGPK
QLGIPHPAGL
frkgnpdivi
swtvndigkl
kagggqwtyq
ipewefvntp
levnivtdsq

VKQWPLTEek
KKKKSVtvid
yqymddlyvg
VvgkLNWASQI
iygepfknlk
plvkliwyqgle
yalgiigaqp

ikalveicte
vgdayfsvpl
sdleigghrt
YPgikvrqlc
tgkyarmrga
kepivgaetf
dgseselvnq

HTNdvkglte
YVDGAANRET

meKEGKI1SKI
dedfrkytaf
kieelrghll
KIIrgtKALT
htndvkglte
yvdgaaNRET
iieqglikkek

Disordered by Remark-465 definition

>none_REM465 none
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