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SignalP 4.1 Server - prediction results

Technical University of Denmark

# SignalP-4.1 euk predictions
>Sequence 

# Measure  Position  Value    Cutoff   signal peptide?
  max. C    62       0.110
  max. Y    62       0.107
  max. S    51       0.118
  mean S     1-61    0.097
       D     1-61    0.102   0.450   NO
Name=Sequence   SP='NO' D=0.102 D-cutoff=0.450 Networks=SignalP-noTM
# data
# gnuplot script
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Explain the output.  Go back.
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